Figure 1 



Sequence Name: 

GW.S.ctgl 6335-000003. 31.0 

Figure 1A 

LLAPTGSLFRNCTQDGWSETFPRPNLACGVNVNDSSNEKRSYLLKLKVMYTVGYSSSLVM 
LLVALGILCAFRRLHCTRNYIHMHLFVSFILRALSNFIKDAVLFSSDDVTYCDAHRGCKL 
VMVLFXYCIMANYSWLLVEGSTFTHxLAISFFSERKYLQGFVAFGWGSPAIFVALWAIAR 
HFLEDVGCWDINANASIWWIIRGPVILSILNFILFINILRILMRKLRTQETRGNEVSHYK 
RLARSTLLLIPLFGIHYIVFAFSPEDAMEIQLFF 



Figure IB 

CTCTTGGCACCCACAGGTTCCTTGTTCCGAAACTGCACACAGGATGGCTGGTCAGAAACC 
TTCCCCAGGCCTAATCTGGCCTGTGGCGTTAATGTGAACGACTCTTCCAACGAGAAGCGG 
CACTCCTACCTGCTGAAGCTGAAAGTCATGTACACCGTGGGCTACAGCTCCTCCCTGGTC 
ATGCTCCTGGTCGCCCTTGGCATCCTCTGTGCTTTCCGGAGGCTCCACTGCACTCGCAAC 
TACATCCACATGCACCTGTTCGTGTCCTTCATCCTTCGTGCCCTGTCCAACTTCATCAAG 
GACGCCGTGCTCTTCTCCTCAGATGATGTCACCTACTGCGATGCCCACAGGGCGGGCTGC 
AAGCTGGTCATGGTGCTGTTC 



Figure 1C 

TACTGCATCATGGCCAACTACTCCTGGCTGCTGGTGGAAGGCTCTACCTTCACACATNTC 
CTCGCCATCTCCTTCTTCTCTGAAAGAAAGTACCTCCAGGGATTTGTGGCATTCGGATGG 
GGTTCTCCAGCCATTTTTGTTGCTTTGTGGGCTATTGCCAGACACTTTCTGGAAGATGTT 
GGGTGCTGGGACATCAATGCCAACGCATCCATCTGGTGGATCATTCGTGGTCCTGTGATC 
CTCTCCATCCTGATTAATTTCATCCTTTTCATAAACATTCTAAGAATCCTGATGAGAAAA 
CTTAGAACCC7\AGAAACAAGAGGAAATG7\AGTCAGCCATTATAAGCGCCTGGCCAGGTCC 
ACTCTCCTGCTGATCCCCCTCTTTGGCATCCACTACATCGTCTTCGCCTTCTCCCCAGAG 
GACGCTATGGAGATCCAGCTGTTTTTT 

Figure ID 

CTCTTGGCACCCACAGGTTCCTTGTTCCGAAACTGCACACAGGATGGCTGGTCAGAAACC 
TTCCCCAGGCCTAATCTGGCCTGTGGCGTTAATGTGAACGACTCTTCCAACGAGAAGCGG 
CACTCCTACCTGCTGAAGCTGAAAGTCATGTACACCGTGGGCTACAGCTCCTCCCTGGTC 
ATGCTCCTGGTCGCCCTTGGCATCCTCTGTGCTTTCCGGAGGCTCCACTGCACTCGCAAC 
TACATCCACATGCACCTGTTCGTGTCCTTCATCCTTCGTGCCCTGTCCAACTTCATCAAG 
GACGCCGTGCTCTTCTCCTCAGATGATGTCACCTACTGCGATGCCCACAGGGCGGGCTGC 
AAGCTGGTCATGGTGCTGTTC 

TACTGCATCATGGCCAACTACTCCTGGCTGCTGGTGGAAGGCTCTACCTTCACACATNTC 
CTCGCCATCTCCTTCTTCTCTGAAAGAAAGTACCTCCAGGGATTTGTGGCATTCGGATGG 
GGTTCTCCAGCCATTTTTGTTGCTTTGTGGGCTATTGCCAGACACTTTCTGGAAGATGTT 
GGGTGCTGGGACATCAATGCCAACGCATCCATCTGGTGGATCATTCGTGGTCCTGTGATC 
CTCTCCATCCTGATTAATTTCATCCTTTTCATAAACATTCTAAGAATCCTGATGAGAAAA 
CTTAGAACCCAAGAAACAAGAGGAAATGAAGTCAGCCATTATAAGCGCCTGGCCAGGTCC 
ACTCTCCTGCTGATCCCCCTCTTTGGCATCCACTACATCGTCTTCGCCTTCTCCCCAGAG 
GACGCTATGGAGATCCAGCTGTTTTTT 



Figure 2 



Sequence Name: 
GW.S.ctgl64 90-000000. 17. 0 
Figure 2A 

PTFILFSFQPGDKRTKHICVYWEGSEGGHWSTEGCSHVHSNGSYTKCKCFHLSSFAVLVA 
LAPKDPVLTVITQVGLTISLLCLFLAILTFLLCRPIQNTSTSLHLELSLCLFLAHLLFLT 
GINRTEPELCSIIAGLLHFLYLACFTWMLLEGLHLFLTVRNLKVANYTSTGRFKKRFMYP 
VGYGIPAVIIAVSAIVGPQNYGTFTHCWLKLDKGFIWSFMGPVAVIILNLVFYFQVLWIL 
RSKLSSLNKEVSTIQDTRVMTFKAISQLFILGCSWGLGFFMVEEVGKTIGSIIAYSFTII 
NTLQGVLLFVVHCLLNRQVR 



Figure 2B 

CCCACTTTCATACTATTCTCTTTCCAGCCTGGTGACAAGAGAACAAAACATATCTGTGTC 
TACTGGGAGGGATCAGAGGGAGGCCACTGGTCCACGGAGGGCTGCTCTCATGTGCACAGC 
AACGGTTCTTACACCAAATGCAAGTGCTTCCATCTGTCCAGCTTTGCCGTCCTCGTGGCT 
CTTGCCCCCAAGGAGGACCCTGTGCTGACCGTGATCACCCAGGTGGGGCTGACCATCTCT 
CTGCTGTGCCTCTTCCTGGCCATCCTCACCTTCCTCCTGTGCCGGCCCATCCAGAACACC 
AGCACCTCCCTCCATCTAGAGCTCTCCCTCTGCCTCTTCCTGGCCCACCTCCTGTTCCTG 
ACGGGCATCAACAGAACTGAGCCTGAGGTGCTGTGCTCCATCATTGCAGGGCTGCTGCAC 
TTCCTCTACCTGGCTTGCTTCACCTGGATGCTCCTGGAAGGGCTGCACCTCTTCCTCACC 
G T C AG G AAC C T C AAG G T G G C C AAC T AC AC C AG C AC G G G C AG AT T C AAG AAGAG G T T C A T G 
TACCCTGTAGGCTACGGGATCCCAGCTGTGATTATTGCTGTGTCAGCAATAGTTGGACCC 
C AG AAT TAT GG AAC AT T T AC T C AC TGTTGGCT C AAG C T T GAT AAAGG A T T CAT C T G GAG C 
TTCATGGGGCCAGTAGCAGTCATTATCTTGATAAACCTGGTGTTCTACTTCCAAGTTCTG 
TGGATTTTGAGAAGCAAACTTTCCTCCCTCAATAAAGAAGTTTCCACCATTCAGGACACC 
AGAGTCATGACATTTAAAGCCATTTCTCAGCTATTTATCCTGGGCTGTTCTTGGGGCCTT 
GGT TTTTTTATGGTT GAAGAAGT AG GGAAGACG AT T GGAT C AAT CAT T G CAT AC T CAT T C 

ACCATCATCAACACCCTTCAGGGAGTGTTGCTCTTTGTGGTACACTGTCTCCTTAATCGC 
CAGGTAAGG 



Figure 3 



Sequence Name: 
GW.S.ctgl3100-0 000 00. 33. 0 
Figure 3A 

QHSDAVHDLLLDVITWVGILLSLVCLLICIFTFCFFRGLQSDRNTIHKNLCISLFVAELL 
FLIGINRTDQPACAVFAALLHFFFLAAFTWMFLEGVQLYIMLVEVFESEHSRRKYFYLVG 
YGMPALIVAVSAAVDYRSYGTDKVCWLRLDTYFIWSFIGPATLIIMNVIFLGIALYKMFH 
HTAILKPESGCLDNIKLKINIPIIKSIYIYMYICMCV 



Figure 3B 

CAGCACAGTGATGCGGTCCATGACCTCCTTCTGGATGTGATCACGTGGGTTGGAATTTTG 
CTGTCCCTTGTTTGTCTCCTGATTTGCATCTTCACATTTTGCTTTTTCCGGGGGCTCCAG 
AGTGACCGTAACACCATCCACAAGAACCTCTGCATCAGTCTCTTTGTAGCAGAGCTGCTC 
TTCCTGATTGGGATCAACCGAACTGACCAACCAATTGCCTGTGCTGTTTTCGCTGCCCTG 
TTACATTTCTTCTTCTTGGCTGCCTTCACCTGGATGTTCCTGGAGGGGGTGCAGCTTTAT 
AT CAT GC T GG T GGAGGT T T T T G AG AGT GAAC AT T C ACGT AGGAAAT AC T T T TAT C T GG T C 
GGCTATGGGATGCCTGCACTCATTGTGGCTGTGTCAGCTGCAGTAGACTACAGGAGTTAT 
GGAACAGATAAAGTATGTTGGCTCCGACTTGACACCTACTTCATTTGGAGTTTTATAGGA 
CC AG C AAC T T T G AT AAT T AT GC T T AAT G T AAT C T T C C T T GGG AT T GC T T T AT AT AAAAT G 
T T T CAT CAT AC T GC TAT AC T GAAACC T G AAT C AGGC T GT C T T GAT AAC AT C AAGT T AAAA 
AT T AAT AT T CC AAT TAT AAAAT C TAT T TAT AT C TAT AT G TAT AT AT GC AT G T G T G T G 



Figure 4 



Sequence Name: 

GW. A. ctgl24 44-000001. 0.2 

Figure 4A 

GNVAVAFVYYKSIGPLLSSSDNFLLKPQNYDNSEEEERVISSVISVSMSSNPPTLYELEK 
ITFTLSHRKTDRYRSLCAFWNYSPDTMNGSWSSEGCELTYSNETHTSCRCNHLTHFAILM 
SSGPSIIKDYNILTRITQLGIIISLICLAICIFTFWFFSEIQSTRTTIHKNLCCSLFLAE 
LVFLVGINTNTNKFCSIIAGLLHYFFLAAFAWMCIEGIHLYLIVVGVIYNKGFLHKNFYI 
FGYLSPAVVVGFSAALGYRYYGTTKVCWLSTENNFIWSFIGPACLIILVCIYKIVITIQK 
SDDH 



Figure 4B 

GGCAATGTTGCAGTTGCATTTGTATATTATAAGAGTATTGGTCCTTTGCTTTCATCATCT 
GACAACT T CT T AT T GAAAC C TCAAAAT TAT GAT AAT TC T GAAGAGGAGGAAAGAGT CATA 
T C T T C AG T AAT T T C AG T C T C AAT GAG C T C AAAC C C AC C C AC AT TAT AT G AAC T T G AAAAA 
AT AAC AT T TACAT T AAGTCATCGAAAGGT CAC AGATAGGT AT AGGAGT CT ATGTGCATT T 
TGGAATTACTCACCTGATACCATGAATGGCAGCTGGTCTTCAGAGGGCTGTGAGCTGACA 
T AC T C AAA T GAG AC C CAC AC C T CAT G C C G C T G T AAT CAC C T G AC AC AT T T T G C AAT T T T G 
ATGTCCTCTGGTCCTTCCATTGGTATTAAAGATTATAATATTCTTACAAGGATCACTCAA 
CTAGGAATAATTATTTCACTGATTTGTCTTGCCATATGCATTTTTACCTTCTGGTTCTTC 
AG T G AAAT T C AAAGC AC C AG GAC AAC AAT T C ACAAAAAT C T T T G C TG T AG C C T AT T T C T T 
GCTGAACTTGTTTTTCTTGTTGGGATCAATACAAATACTAATAAGCTCTTCTGTTCAATC 
ATTGCCGGACTGCTACACTACTTCTTTTTAGCTGCTTTTGCATGGATGTGCATTGAAGGC 
AT ACAT CT C T AT C T CAT TGTTGTGGGTGT CAT C T AC AAC AAGGGAT T T T T GC AC AAGAAT 
TTTTATATCTTTGGCTATCTAAGCCCAGCCGTGGTAGTTGGATTTTCGGCAGCACTAGGA 
TACAGATATTATGGCACAACCAAAGTATGTTGGCTTAGCACCGAAAACAACTTTATTTGG 
AGTTTTATAGGACCAGCATGCCTAATCATTCTTGTATGTATATATAAAATTGTTATTACA 
AT T CAAAAAAG T GAT GAT CAT 



Figure 5 



Sequence Name: 
GW.S.ctgl278 9-000004. 100.0 
Figure 5A 

GAWATTGCSVAALYLDSTACFCNHSTSFAILLQIYEVQGPEEESLLRTLSFVGCGVSFCA 
LTTTFLLFLVAGVPKSERTTVHKNLTFSLASAEGFLMTSEWAKANEACVAVTVAMHFLFL 
VAFSWMLVEGLLLWRKVVAVSMHPGPGMRLYHATGWGVPVGIVAVTLAMLPHDYVAPGHC 
WLNVHTNAIWAFVGPVLFVLTVS 

Figure 5B 

GGTGCCTGGGCCACCACAGGCTGCTCCGTGGCTGCCCTGTACCTGGACTCCACCGCCTGC 
TTCTGCAACCACAGCACCAGCTTTGCCATCCTGCTGCAAATCTATGAAGTACAGAGAGGC 
CCTGAGGAGGAGTCGCTGCTGAGGACTCTGTCATTTGTGGGCTGTGGCGTGTCCTTCTGC 
GCCCTCACCACCACCTTCTTGCTCTTCCTGGTGGCCGGGGTCCCCAAGTCAGAGCGAACC 
ACAGTCCACAAGAACCTCACCTTCTCCCTGGCCTCTGCCGAGGGCTTCCTCATGACCAGC 
GAGTGGGCCAAGGCCAATGAGGTGGCATGTGTGGCTGTCACAGTCGCAATGCACTTCCTC 
TTTCTGGTGGCATTCTCCTGGATGCTGGTGGAGGGGCTGCTGCTGTGGAGGAAGGTGGTA 
GCTGTGAGCATGCACCCGGGCCCAGGCATGCGGCTCTACCACGCCACAGGCTGGGGCGTG 
CCTGTGGGCATCGTGGCGGTCACCCTGGCCATGCTCCCCCATGACTACGTGGCCCCCGGA 
CATTGCTGGCTCAATGTGCACACAAATGCCATCTGGGCCTTCGTGGGGCCTGTGCTCTTC 
GTGCTGACTGTGAGC 



Figure 6 



Sequence Name: 
GW.A.ctgl277 6-000000. 33.0 
Figure 6A 

MKSPRRTTLCLMFIVIYSSKAALNWNYESTIHPLLHEHEPAGEEALRQKRAVATKSPTAE 
EYTVNIEISFENASFLDPIKAYLNSLSFPIHGNNTDQITDILSINVTTVCRPAGNEIWCS 
CETGYGWPRERCLHNLICQERDVFLPGHHCSCLKELPPNGPFCLLQEDVTLNMRVRLNVG 
FQEDLMNTSSALYRSYKTDLETARKGYGILPGFKGVTVTGFKSGSVVVTYEVKTTPPSLE 
LIHKANEQVVQSLNQTYKMDYNSFQAVTINESNFFVTPEIIFEGDTVSLVCEKEVLSSNV 
SWRYEEQQLEIQNSSRFSI YTALFNNMTSVSKLTIHNITPGDAGEYVCKLILDIFEYECK 
KKIDVMPIQILANEEMKVMCDNNPVSLNCCSQGNVNWSKVEWKQEGKINIPGTPETDIDS 
SCSRYTLKADGTQCPSGSSGTTVIYTCEFISAYGARGSANIKVTFISVANLTITPDPISV 
SEGQNFSIKCISDVSNYDEVYWNTSAGIKIYQRFYTTRRYLDGAESVLTVKTSTREWNGT 
YHCIFRYKNSYSIATKDVIVHPLPLKLNIMVDPLEATVSCSGSHHIKCCIEEDGDYKVTF 
HTGSSSLPAAKEVNKKQVCYKHNFNASSVSWCSKTVDVCCHFTNAANNSVWSPSMKLNLV 
PGENITCQDPVIGVGEPGKVIQKLCRFSNVPSSPESPIGGTITYKCVGSQWEEKRNDCIS 
APINSLLQMAKLIKSPSQDEMLPTYLKDLSISIDKAEHEISSSPGSLGAIINILDLLSTV 
PTQVNSEMMTVLSTVNVILGKPVLNTWKVLQQQWTNQSSQLLHSVERFSQALQSGDSPPL 
SFSQTNVQMSSMVIKSSHPETYQQRFVFPYFDLWGNVVIDKSYLENLQSDSSIVTMAFPT 
LQAILAQDIQENNFAESLVMTTTVSHNTTMPFRISMTFKNNSPSGGETKCVFWNFRLANN 
TGGWDSSGCYVEEGDGDNVTCICDHLTSFSILMSPDSPDPSSLLGILLDIISYVGVGFSI 
LSLAACLVVEAVVWKSVTKNRTSYMRHTCIVNIAASLLVANTWFIVVAAIQDNRYILCKT 
ACVAATFFIHFFYLSVFFWMLTLGLMLFYRLVFILHETSRSTQKAIAFCLGYGCPLAISV 
I T L GAT Q P RE VYT RKN VCWLNWE DT KALL AFAI PAL 1 1 VV VN I T I T I VV ITKILRPSIGD 
KPCKQEKSSLFQISKSIGVLTPLLGLTWGFGLTTVFPGTNLVFHIIFAILNVFQLFILLF 
GCLWDLKQEALLNKFSLSRWSSQHSKTSLGSSTPVFSMSSPISRRFNNLFGKTGTYNVST 
P EAT S S S LENS S S AS SLLN 



Figure 6B 

ATGAAATCCCCAAGGAGAACCACTTTGTGCCTCATGTTTATTGTGATTTATTCTTCCAAA 
GCTGCACTGAACTGGAATTACGAGTCTACTATTCATCCTTTGAGTCTTCATGAACATGAA 
CCAGCTGGTGAAGAGGCACTGAGGCAAAAACGAGCCGTTGCCACAAAAAGTCCTACGGCT 
GAAGAAT AC AC T G T T AAT AT T GAGAT C AG T T T T GAAAAT GC AT C C T T C C T GG AT C C TAT C 
AAAGCCTACTTGAACAGCCTCAGTTTTCCAATTCATGGGAATAACACTGACCAAATTACC 
GAC AT T T T GAG C AT AAAT G T GAC AAC AG T C T G C AG AC C T GC T GG AAAT G AAAT C T G GT G C 
TCCTGCGAGACAGGTTATGGGTGGCCTCGGGAAAGGTGTCTTCACAATCTCATTTGTCAA 
GAGCGTGACGTCTTCCTCCCAGGGCACCATTGCAGTTGCCTTAAAGAACTGCCTCCCAAT 
GGACCTTTTTGCCTGCTTCAGGAAGATGTTACCCTGAACATGAGAGTCAGACTAAATGTA 
GGCTTTCAAGAAGACCTCATGAACACTTCCTCCGCCCTCTATAGGTCCTACAAGACCGAC 
TTGGAAACAGCGTTCCGGAAGGGTTACGGAATTTTACCAGGCTTCAAGGGCGTGACTGTG 
AC AG G G T T C AAG T C T GG AAG T GTGGTTGT GAC AT AT G AAG T C AAGAC T ACAC C AC CAT C A 
C T T G AG T T AAT AC AT AAAG C C AAT G AAC AAG T T G T AC AG AG C C T CAAT C AG AC C T AC AAA 
AT G G ACT AC AAC T C C T T T C AAG C AG T T AC TAT C AAT G AAAGCAAT T T C T T T GT C AC AC CA 
GAAATCATCTTTGAAGGGGACACAGTCAGTCTGGTGTGTGAAAAGGAAGTTTTGTCCTCC 
AATGTGTCTTGGCGCTATGAAGAACAGCAGTTGGAAATCCAGAACAGCAGCAGATTCTCG 
AT T T AC AC C GC AC T T T T C AACAAC AT GAC TTCGGTGTC C AAG C T C AC CAT C C ACAAC AT C 
AC T CC AGG T GAT GC AGGT GAAT AT GT T T G C AAAC T GAT AT T AGAC AT T T T T GAAT AT GAG 
T G C AAG AAG AAAAT AG AT G T T AT G C C CAT C C AAAT T T T G GC AAAT GAAGAAAT G AAGG T G 
ATGTGCGACAACAATCCTGTATCTTTGAACTGCTGCAGTCAGGGTAATGTTAATTGGAGC 
AAAG T AGAAT GG AAGCAG GAAGG AAAAAT AAAT AT T C C AGGAACC C C T GAG AC AGAC AT A 
GATTCTAGCTGCAGCAGATACACCCTCAAGGCTGATGGAACCCAGTGCCCAAGCGGGTCG 



T C T G GAAC AAC AG T C AT CT AC ACT T GT G AG T T CAT CAG T G C CT AT GGAG C CAG AG G CAG T 
G C AAA C AT AAAAG T G AC AT TCATCTCTGTGGC C AA T C T AAC AAT AAC C C C G G AC C C AAT T 
TCTGTTTCTGAGGGACAAAACTTTTCTATAAAATGCATCAGTGATGTGAGTAACTATGAT 
GAGGT T TAT TG GAAC AC T T C TGC T GGAAT T AAAATAT AC CAAAG AT T T TAT AC C AC GAGG 
AGGTATCTTGATGGAGCAGAATCAGTACTGACAGTCAAGACCTCGACCAGGGAGTGGAAT 
GG AAC C TAT C AC T G CAT AT T TAG AT AT AAG AAT T CAT AC AG TAT T GCAAC CAAAG AC G T C 
ATTGTTCACCCGCTGCCTCTAAAGCTGAACATCATGGTTGATCCTTTGGAAGCTACTGTT 
T CAT GCAGTGGTTCCCAT C AC AT C AAG T G C T G CAT AG AG GAG GAT G GAG AC T AC AAAG T T 
ACTTTCCATACGGGTTCCTCATCCCTTCCTGCTGCAAAAGAAGTTAACAAAAAACAAGTG 
T GC T AC AAAC AC AAT T T C AAT GC AAGC T C AGT T TCCTGGTGTT C AAAAAC T GT T GAT GT G 
TGTTGTCACTTTACCAATGCTGCTAATAATTCAGTCTGGAGCCCATCTATGAAGCTGAAT 
CTGGTTCCTGGGGAAAACATCACATGCCAGGATCCCGTAATAGGTGTCGGAGAGCCGGGG 
AAAGTCATCCAGAAGCTATGCCGGTTCTCAAACGTTCCCAGCAGCCCTGAGAGTCCCATT 
GGCGGGACCATCACTTACAAATGTGTAGGCTCCCAGTGGGAGGAGAAGAGAAATGACTGC 
ATCTCTGCCCCAATAAACAGTCTGCTCCAGATGGCTAAGGCTTTGATCAAGAGCCCCTCT 
CAGGAT GAGAT GC T CC CT AC AT ACC T GAAGGAT C T T TC T AT TAGCAT AG ACAAAGCGGAA 
CATGAAATCAGCTCTTCTCCTGGGAGTCTGGGAGCCATTATTAACATCCTTGATCTGCTC 
T C AAC AG T T C C AAC C C AAG T AAAT T CAG AAAT GAT GAC G C AC GTGCTCTC T AC GG T T AAT 
GTCATCCTTGGCAAGCCCGTCTTGAACACCTGGAAGGTTTTACAACAGCAATGGACCAAT 
C AGAG T T C ACAG C T AC T AC AT T CAG T GG AAAG AT T T T C C C AAGC AT T ACAG TC G G GAGAT 
AGCCCTCCTTTGTCCTTCTCCCAAACTAATGTGCAGATGAGCAGCATGGTAATCAAGTCC 
AGCCACCCAGAAACCTATCAACAGAGGTTTGTTTTCCCATACTTTGACCTCTGGGGCAAT 
GTGGTCATTGACAAGAGCTATCTAGAAAACTTGCAGTCGGATTCGTCTATTGTCACCATG 
GCTTTCCCAACTCTCCAAGCCATCCTTGCCCAGGATATCCAGG7\AAATAACTTTGCAGAG 
AGCTTAGTGATGACAACCACTGTCAGCCACAATACAACTATGCCATTCAGGATTTCAATG 
ACTTTTAAGAACAATAGCCCTTCAGGCGGCGAAACGAAGTGTGTCTTCTGGAACTTCAGG 
CTTGCCAACAACACAGGGGGGTGGGACAGCAGTGGGTGCTATGTAGAAGAAGGTGATGGG 
GACAATGTCACCTGTATCTGTGACCACCTAACATCATTCTCCATCCTCATGTCCCCTGAC 
TCCCCAGATCCTAGTTCTCTCCTGGGAATACTCCTGGATATTATTTCTTATGTTGGGGTG 
GGCTTTTCCATCTTGAGCTTGGCAGCCTGTCTAGTTGTGGAAGCTGTGGTGTGGAAATCG 
GTGACCAAGAACCGGACTTCTTATATGCGCCACACCTGCATAGTGAATATCGCTGCCTCC 
CTTCTGGTCGCCAACACCTGGTTCATTGTGGTCGCTGCCATCCAGGACAATCGCTACATA 
CTCTGCAAGACAGCCTGTGTGGCTGCCACCTTCTTCATCCACTTCTTCTACCTCAGCGTC 
TTCTTCTGGATGCTGACACTGGGCCTCATGCTGTTCTATCGCCTGGTTTTCATTCTGCAT 
GAAACAAGCAGGTCCACTCAGAAAGCCATTGCCTTCTGTCTTGGCTATGGCTGCCCACTT 
GCCATCTCGGTCATCACGCTGGGAGCCACCCAGCCCCGGGAAGTCTATACGAGGAAGAAT 
GTCTGTTGGCTCAACTGGGAGGACACCAAGGCCCTGCTGGCTTTCGCCATCCCAGCACTG 
ATCATTGTGGTGGTGAACATAACCATCACTATTGTGGTCATCACCAAGATCCTGAGGCCT 
TCCATTGGAGACAAGCCATGCAAGCAGGAGAAGAGCAGCCTGTTTCAGATCAGCAAGAGC 
ATTGGGGTCCTCACACCACTCTTGGGCCTCACTTGGGGTTTTGGTCTCACCACTGTGTTC 
CCAGGGACCAACCTTGTGTTCCATATCATATTTGCCATCCTCAATGTCTTCCAGGGATTA 
TTCATTTTACTCTTTGGATGCCTCTGGGATCTGAAGGTACAGGAAGCTTTGCTGAATAAG 
TTTTCATTGTCGAGATGGTCTTCACAGCACTCAAAGTCAACATCCCTGGGTTCATCCACA 
CCTGTGTTTT C T AT GAG T T C T C C AAT AT C AAG GAGAT T T AAC AAT T T G T T T GG T AAAAC A 
GGAACGTATAATGTTTCCACCCCAGAAGCAACCAGCTCATCCCTGGAAAACTCATCCAGT 
GCTTCTTCGTTGCTCAAC 



Figure 7 

Sequence Name: 
GW.S.ctgl277 6-000000. 175.0 
Figure 7A 

ILNSKSISNWTFIRDRNSSYILLHSVNSFARRLFIDNIPVDISDVFIHTMGTTISGDNIG 
KNFTFSMRINDTSNEVTGRVLISRDELRKVPSPSQVISIAFPTIGAILEASLLENVTVNG 
LVLSAILPKELKRISLIFEKISKSEERRTQCVGWHSVENRWDQQACKMIQENSQQAVCKC 
RPSKLFTSFSILMSPHILESLILTYITYVGLGISICSLILCLSIEVLVWSQVTKTEITYL 
RHVCIVNIAATLLMADVWFIVASFLSGPITHHKGCVAATFFVHFFYLSVFFWMLAKALLI 
LYGIMIVFHTLPKSVLVASLFSVGYGCPLAIAAITVAATEPGKGYLRPEICWLNWDMTKA 
LLAFVIPALAIVVVNLITVTLVIVKTQRAAIGNSMFQEVRAIVRISKNIAILTPLLGLTW 
GFGVATVIDDRSLAFHIIFSLLNAFQFFILVFGTILDPKV 

Figure 7B 

AT T C T T AAC AG C AAAAG CAT C T C C AAC T G GAC T T T CAT T C G T G AC AG AAAC AGC AG C T AT 
AT C C T G C T AC AT T C AG T C AAC T C C T T T G C AAGAAGG C T AT T CAT AG AT AAC AT C C C T G T T 
GAC AT AT CAG AT G T C T T CAT T CAT AC TAT G G GC AC CACCAT AT C T G GAG AT AAC AT T GGA 
AAAAA T T T C AC TTTTTCTAT GAGAAT T AAT GAC AC C AG C AAT GAAG T C AC T G G GAG AG T G 
TTGATCAGCAGAGATGAACTTCGGAAGGTGCCTTCCCCTTCTCAGGTCATCAGCATTGCA 
TTTCCAACTATTGGGGCTATTTTGGAAGCCAGTCTTTTGGAAAATGTTACTGTAAATGGG 
CTTGTCCTGTCTGCCATTTTGCCCAAGGAACTTAAAAGAATCTCACTGATTTTTGAAAAG 
AT C AGC AAG T CAG AG GAG AG GAG GAC AC AG TGTGTTGGCTG G C AC T C T G T G GAG AAC AG A 
T G G GAC CAG CAG G C C T GC AAAAT GAT T C AAG AAAAC T C C C AGC AAG C T G T T T GC AAAT G T 
AGGCCAAGCAAATTGTTTACCTCTTTCTCAATTCTTATGTCACCTCACATCTTAGAGAGT 
CTGATTCTGACTTACATCACATATGTAGGCCTGGGCATTTCTATTTGCAGCCTGATCCTT 
TGCTTGTCCATTGAGGTCCTAGTCTGGAGCCAAGTGACAAAGACAGAGATCACCTATTTA 
CGCCATGTGTGCATTGTTAACATTGCAGCCACTTTGCTGATGGCAGATGTGTGGTTCATT 
GTGGCTTCCTTTCTTAGTGGCCCAATAACACACCACAAGGGATGTGTGGCAGCCACATTT 
TTTGTTCATTTCTTTTACCTTTCTGTATTTTTCTGGATGCTTGCCAAGGCACTCCTTATC 
CTCTATGGAATCATGATTGTTTTCCATACCTTGCCCAAGTCAGTCCTGGTGGCATCTCTG 
TTTTCAGTGGGCTATGGATGCCCTTTGGCCATTGCTGCCATCACTGTTGCTGCCACTGAA 
CCTGGCAAAGGCTATCTACGACCTGAGATCTGCTGGCTCAACTGGGACATGACCAAAGCC 
CTCCTGGCCTTCGTGATCCCAGCTTTGGCCATCGTGGTAGTAAACCTGATCACAGTCACA 
CTGGTGATTGTCAAGACCCAGCGAGCTGCCATTGGCAATTCCATGTTCCAGGAAGTGAGA 
GCCATTGTGAGAATCAGCAAGAACATCGCCATCCTCACACCACTTCTGGGACTGACCTGG 
GGATTTGGAGTAGCCACTGTCATCGATGACAGATCCCTGGCCTTCCACATTATCTTCTCC 

CTGCTCAATGCATTCCAGGGTTTCTTCATCCTAGTGTTTGGAACCATCCTGGATCCAAAG 
GTA 



Figure 8 

Sequence Name: 

GW.S.ctgl 67 90-000000. 13.0 

Figure 8A 

GTTGDWSSEGCSTEVRPEGTVCCCDHLTFFALLLPTLDQSTVHILTRISQAGCGVSMIFL 
AFTIILYAFLRLSRERFKSEDAPKIHVALGGSLFLLNLAFLVNVGSGSKGSDAACWARGA 
VFHYFLLCAFTWMGLEAFHLYLLAVRVFNTYFGHYFLKLSLVGWGLPALMVIGTGSANSY 
GLYTIRDRENRTSLELCWFREGTTMYALYITVHGYFLITFLFGMVVLALVVWKIFTLSRA 
TAVKERGKNRKKVLTLLGLSSLVGVTWGLAIFTPLGLSTVYIFALFNSLQVDFYILIFY 

Figure 8B 

GGGACCACTGGAGACTGGTCTTCTGAGGGCTGCTCCACGGAGGTCAGACCTGAGGGGACC 
GTGTGCTGCTGTGACCACCTGACCTTTTTCGCCCTGCTCCTGAGACCCACCTTGGACCAG 
TCCACGGTGCATATCCTCACACGCATCTCCCAGGCGGGCTGTGGGGTCTCCATGATCTTC 
CTGGCCTTCACCATTATTCTTTATGCCTTTCTGAGGCTTTCCCGGGAGAGGTTCAAGTCA 
GAAGATGCCCCAAAGATCCACGTGGCCCTGGGTGGCAGCCTGTTCCTCCTGAATCTGGCC 
TTCTTGGTCAATGTGGGGAGTGGCTCAAAGGGGTCTGATGCTGCCTGCTGGGCCCGGGGG 
GCTGTCTTCCACTACTTCCTGCTCTGTGCCTTCACCTGGATGGGCCTTGAAGCCTTCCAC 
CTCTACCTGCTCGCTGTCAGGGTCTTCAACACCTACTTCGGGCACTACTTCCTGAAGCTG 
AGCCTGGTGGGCTGGGGCCTGCCCGCCCTGATGGTCATCGGCACTGGGAGTGCCAACAGC 
TACGGCCTCTACACCATCCGTGATAGGGAGAACCGCACCTCTCTGGAGCTATGCTGGTTC 
CGTGAAGGGACAACCATGTACGCCCTCTATATCACCGTCCACGGCTACTTCCTCATCACC 
TTCCTCTTTGGCATGGTGGTCCTGGCCCTGGTGGTCTGGAAGATCTTCACCCTGTCCCGT 
GCTACAGCGGTCAAGGAGCGGGGGAAGAACCGGAAGAAGGTGCTCACCCTGCTGGGCCTC 
TCGAGCCTGGTGGGTGTGACATGGGGGTTGGCCATCTTCACCCCGTTGGGCCTCTCCACC 
GTCTACATCTTTGCACTTTTCAACTCCTTGCAAGTTGATTTTTACATATTGATCTTCTAT 



Figure 9 

Sequence Name: 
GW.S.ctgl2776-000000. 172.0 
Figure 9A 

NHILDTAAISNWAFIPNKNASSDLLQSVNLFARQLHIHNNSENIVNELFIQTKGFHINHN 
TSEKSLNFSMSMNNTTEDILGMVQIPRQELRKLWPNASQAISIAFPTLGAILREAHLQNV 
S L PRQVNGL VL S VVL PE RLQE 1 1 LT FEKINKTRNARAQCVGWHSKKRRWDEKACQMML DI 
RNEVKCRCNYTSVVMSFSILMSSKSMTDKVLDYITCIGLSVSILSLVLCLIIEATVWSRV 
VVT E I S YMRH VC I VN I AVS LL T ANVWF 1 1 G S H FN I KAQD YNMC VAVT F FS H FF YL S L F FW 

MLFKALLIIYGILVIFRRMMKSRMMVIGFAIGYGCPLIIAVTTVAITEPEKGYIRPEACW 
LNWDNTKALXAFAIPAFVIVAVNLIVVLVVAVNTQRPSIGSSKSQDVVIIMRISKNVAIL 
TPLLGLTWGFGIATLIEGTSLTFHIIFALLNAFQFFILLFGTIMDHKV 



Figure 9B 

AACCACATCCTCGACACAGCAGCCATTTCAAACTGGGCTTTCATTCCCAACAAAAATGCC 
AGCTCGGATTTGTTGCAGTCAGTGAATTTGTTTGCCAGACAACTCCACATCCACAATAAT 
T C T G AG AAC A T T G T G AAT G AAC TCTTCATT C AG AC AAAAG G G T T T C AC AT C AAC C AT AAT 
AC C T C AGAG AAAAGC C T C AAT T T C T C CAT G AGC AT GAAC AAT ACC AC AGAAGAT AT C T T A 
GGAATGGTACAGATTCCCAGGCAAGAGCTAAGGAAGCTGTGGCCAAATGCATCCCAAGCC 
ATTAGCATAGCTTTCCCAACCTTGGGGGCTATCCTGAGAGAAGCCCACTTGCAAAATGTG 
AGTCTTCCCAGACAGGTAAATGGTCTGGTGCTATCAGTGGTTTTACCAGAAAGGTTGCAA 
GAAAT CAT AC T C AC C T T C GAAAAGAT C AAT AAAAC C CGC AAT GC C AGAGC C CAGT G T G T T 
G G C T G G C AC T C CAAG AAAAG GAG AT G G GAT GAG AAAG C G T GC C AAAT G AT G T T G G A T AT C 
AGGAACGAAGTGAAATGCCGCTGTAACTACACCAGTGTGGTGATGTCTTTTTCCATTCTC 
ATGTCCTCCAAATCGATGACCGACAAAGTTCTGGACTACATCACCTGCATTGGGCTCAGC 
GTCTCAATCCTAAGCTTGGTTCTTTGCCTGATCATTGAAGCCACAGTGTGGTCCCGGGTG 
GTTGTGACGGAGATATCATACATGCGTCACGTGTGCATCGTGAATATAGCAGTGTCCCTT 
CTGACTGCCAATGTGTGGTTTATCATAGGCTCTCACTTTAACATTAAGGCCCAGGACTAC 
AACATGTGTGTTGCAGTGACATTTTTCAGCCACTTTTTCTACCTCTCTCTGTTTTTCTGG 
ATGCTCTTCAAAGCATTGCTCATCATTTATGGAATATTGGTCATTTTCCGTAGGATGATG 
AAGTCCCGAATGATGGTCATTGGCTTTGCCATTGGCTATGGGTGCCCATTGATCATTGCT 
GT C AC TAC AG T T GC TAT CACAGAGC CAGAGAAAGGCT ACAT AAG ACC T G AGGC CT GT T GG 
CTTAACTGGGACAATACCAAAGCCCTTTAAGCATTTGCCATCCCGGCGTTCGTCATTGTG 
GCTGTAAATCTGATTGTGGTTTTGGTTGTTGCTGTCAACACTCAGAGGCCCTCTATTGGC 
AGTTCCAAGTCTCAGGATGTGGTCATAATTATGAGGATCAGCAAAAATGTTGCCATCCTC 
ACTCCACTGCTGGGACTGACCTGGGGTTTTGGAATAGCCACTCTCATAGAAGGCACTTCC 

TTGACGTTCCATATAATTTTTGCCTTGCTCAATGCTTTCCAGGGTTTTTTCATCCTGCTG 
T T T GGAAC CAT TAT GG AT C AC AAGG T A 



